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Active transport
Immobilized enzyme; Functional structure; pH ef-
fect; HY pump (Vincent, J.-C.)
Adsorption
Phospholipid vesicle; Interfacial reaction; Tempera-
ture-jump kinetics (Ruf, H.)
Amphiphilic durg
Phosphatidylcholine vesicle; Anion effect; NMR
(Eriksson, L.E.G.)
1-Anilinonaphthalene-8-sulfonic acid
Bovine serum albumin; Protein-ligand binding;
Binding kinetics; Stopped-flow; Fast-flow mixer
(Regenfuss, P.)
Anion binding
Carbonic anhydrase;
(Prabhananda, B.S))
Anion effect
Phosphatidylcholine vesicle;
NMR (Eriksson, L.E.G.)
Complexation kinetics; Lariat crown ether; Solvent
effect; Ultrasonic absorption (Gokel, G.W.)
Anisotropy decay
Fluorescence decay; Frequency-domain fluorome-
try; tRNAPP® (Wells, B.D.)
ATP utilization
Nonequilibrium thermodynamics; Thermodynamic

Temperature-jump  kinetics

Amphiphilic drug;

buffering; Oxidative phosphorylation; Optimal
buffering activity (Veuthey, A.-L.)

Autocatalysis
Template replication; Diversification; Chemical

selection; Teleonomy; Quasi-species; Microscopi-
cally distinguishable sequences (Lifson, S)

Belousov-Zhabotinskii reaction
Chemical pattern; Oscillating glycolysis; Image
evaluation; Two-dimensional spectrophotometry;
Perspective graphics (Miiller, S.C.)

Binding kinetics
Bovine serum albumin; Protein-ligand binding;
Stopped-flow; Fast-flow mixer, 1-Anilinonaphtha-
lene-8-sulfonic acid (Regenfuss, P.) )
Incorporation kinetics; Supramolecular aggregate;
Diffusion control (Schwarz, G.)

Bovine serum albumin
Protein-ligand binding; Binding kinetics; Stopped-
flow; Fast-flow mixer; l-Anilinonaphthalene-8-sul-
fonic acid (Regenfuss, P.)
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Ca** level
Stimulus-secretion coupling; lon channel; Mast cell;
Nat/H™" exchange (Pecht, 1.)

Carbonic anhydrase
Anion binding; Temperature-jump kinetics (Prabha-
nanda, B.S.)

Chaotropic salt
Z-DNA,; left-handed DNA; Kinetics; (M. lysodeikti-
cus) (Hamori, E.)

Chemical pattern
Belousov-Zhabotinskii reaction; Oscillating glycoly-
sis; Image evaluation; Two-dimensional spectropho-
tometry; Perspective graphics (Miiller, S.C.)

Chemical selection
Template replication; Autocatalysis; Diversifica-
tion; Teleonomy; Quasi-species; Microscopically
distinguishable sequences (Lifson, S)

Chlorophyll a
Chlorophyll 4; Pheophytin a; Liquid crystal; Reso-
nance Raman spectrum (Wrdbel, D.)

Chlorophyll 5
Chlorophyll a; Pheophytin a; Liquid crystal; Reseo-
nance Raman spectrum (Wrbbel, D)

Chloroquine
Hysteresis; supercoiled plasmid DNA; left-handed
DNA; Monoclonal antibody; Filter assay (Pohl,
FM)

CO stretching band
Myoglobin; Conformational substate hierarchy;
Protein relaxation; Protein dynamics; Control mech-
anism (Ansari, A.)

Collision complex formation
Conformation change; Enzyme kinetics (Gutfreund,
H)

Complexation kinetics
Lariat crown ether; Solvent effect; Anion effect;
Ultrasonic absorption (Gokel, G.W.)

Computation
Movement detection; Optical motion (Reichardt, W.}

Computer simulation
Infection mechanism; Protein synthesis; DNA repli-
cation; Lag time; (Phage T3, Phage T7) (Buchholtz,
F)

Conformation change
Collision complex formation;
(Gutfreund, H.)

Enzyme kinetics
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394

Conformational substate hierarchy
Myoglobin; CO stretching band; Protein relaxation;
Protein dynamics; Control mechanism (Ansari, A.)
Control mechanism
Myoglobin; CO stretching band; Conformational
substate hierarchy; Protein relaxation; Protein dy-
namics (Ansari, A.)
Cooperativity
SSB protein; Internal motion; NMR; Electron mi-
croscopy (Greipel, J.)

De-swelling
Mechano-chemical coupling;
compartment (Valleton, J.-M.)
Diffusion control
Binding kinetics; Incorporation kinetics; Supramo-
lecular aggregate (Schwarz, G.)
Diversification
Template replication; Autocatalysis; Chemical selec-
tion; Teleonomy; Quasi-species; Microscopically
distinguishable sequences (Lifson, S)
curved DNA
kinetoplast DNA; Rotational relaxation time; Elec-
tric dichroism (Diekmann, S.)
kinetoplast DNA
Rotational relaxation time;
curved DNA (Diekmann, S.)
left-handed DNA
Z-DNA; Kinetics; Chaotropic salt; (M. lysodeikti-
cus) (Hamori, E.)
Hysteresis; Chloroquine; supercoiled plasmid DNA;
Monoclonal antibody; Filter assay (Pohl, F.M.)
supercoiled plasmid DNA
Hysteresis;, Chloroquine; left-handed DNA; Mono-
clonal antibody; Filter assay (Pohl, F.M.)
Z-DNA
left-handed DNA; Kinetics; Chaotropic salt; (M.
Iysodeikticus) (Hamori, E.)
DNA-protein complex
Structural transition; Moleclar hybridization; Muta-
tion analysis; double-stranded RNA; Viroid (Rosen-
baum, V.)
DNA replication
Infection mechanism; Protein synthesis; Lag time;
Computer simulation; (Phage T3, Phage T7) (Buch-
holtz, F.)

Swelling; Enzyme

Electric  dichroism;

Flectric dichroism
kinetoplast DNA; Rotational relaxation time; curved
DNA (Diekmann, 8.)

Electric differentiation
Electric potential; Light /dark transition; Water-film
electrode; (Chara corallina) (Ogata, K.)

Electric field effect
Hemoglobin (Briunig, R.)
Electrofusion model; Electroporation; Membrane
pore coalescence; Pore percolation; Protein percola-
tion (Sugar, L.P.)
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Electric potential
Electric differentiation; Light/dark transition;
Water-film electrode; (Chara corallina) (Ogata, K.)

Electrofusion model
Electric field effect; Electroporation; Membrane
pore coalescence; Pore percolation; Protein percola-
tion (Sugar, L.P.)

Electron microscopy
SSB protein; Cooperativity; Internal motion; NMR
(Greipel, J.)

Electroporation
Electric field effect; Electrofusion model; Mem-
brane pore coalescence; Pore percolation; Protein
percolation (Sugar, 1.P.)

Energy transfer
Fluorescence; Fluorophore; Forster energy transfer
(Woolley, P.)

Enzyme compartment
Mechano-chemical coupling; Swelling; De-swelling
(Valleton, J.-M.)

Enzyme kinetics
Statistical test; Model discrimination; Nonlinear re-
gression; Ligand binding; Pharmacokinetics (Bards-
ley, W.G.))
Collision complex formation; Conformation change
(Gutfreund, H.)

Enzyme structure
Halophilic enzyme; Halobacteria; Malate dehydro-
genase; Neutron scattering; Ultracentrifugation
(Calmettes, P.)

Fast-flow mixer
Bovine serum albumin; Protein-ligand binding;
Binding kinetics; Stopped-flow; 1-Anilinonaphtha-
lene-8-sulfonic acid (Regenfuss, P.)

Fibrinogen
Fluorescence polarization; Protein flexibility; Rota-
tional diffusion (Acufa, A.U.)
Fluorescence polarization; Rotational diffusion;
Protein hydrodynamics (Acuha, A.U.)

Filter assay
Hysteresis; Chloroquine; supercoiled plasmid DNA;
left-handed DNA; Monoclonal antibody (Pohl,
F.M.)

Fluorescence
Fluorophore; Energy transfer; Forster energy trans-
fer (Woolley, P.)

Fluorescence decay
Frequency-domain fluorometry; tRNAP'; Anisot-
ropy decay (Wells, B.D.)

Fluorescence polarization
Protein flexibility; Fibrinogen; Rotational diffusion
(Acufia, A.U.)
Rotational diffusion; Fibrinogen; Protein hydrody-
namics (Acufia, A.U.)

Fluorophore
Fluorescence; Energy transfer; Forster energy trans-
fer (Woolley, P.)
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Forster energy transfer
Fluorescence; Fluorophore; Energy transfer (Wool-
ley, P.)

Frequency-domain fluorometry
Fluorescence decay; tRNAFPP®; Anisotropy decay
(Wells, B.D.)

Functional structure
Immobilized enzyme; Active transport; pH effect;
H* pump (Vincent, J.-C.)

H™ pump
Immobilized enzyme; Active transport; Functional
structure; pH effect (Vincent, J.-C.)

Halobacteria
Halophilic enzyme; Malate dehydrogenase; Neutron
scattering; Ultracentrifugation; Enzyme structure
(Calmettes, P)

Halophilic enzyme
Halobacteria; Malate dehydrogenase; Neutron scat-
tering; Ultracentrifugation; Enzyme structure
(Calmettes, P.)

Hemoglobin
Electric field effect (Briunig, R.)

Hysteresis
Chloroquine; supercoiled plasmid DNA; left-handed
DNA; Monoclonal antibody; Filter assay (Pohl,
F.M.)

Image evaluation
Chemical pattern, Belousov-Zhabotinskii reaction;
Oscillating glycolysis; Two-dimensional spectropho-
tometry; Perspective graphics (Miiller, S.C.)

Immobilized enzyme
Active transport; Functional structure; pH effect;
H* pump (Vincent, J.-C.)

Incorporation kinetics
Binding kinetics; Supramolecular aggregate; Diffu-
sion control (Schwarz, G.)

Infection mechanism
Protein synthesis; DNA replication; Lag time; Com-
puter simulation; (Phage T3, Phage T7) (Buchholtz,
F)

Interfacial reaction
Phospholipid wvesicle;
jump kinetics (Ruf, H.)

Internal motion
SSB protein; Cooperativity; NMR; Electron mi-
croscopy (Greipel, J.)

Ton channel
Stimulus-secretion coupling; Ca2* level; Mast cell;
Na*/H*' exchange (Pecht, 1)

Adsorption; Temperature-

Kinetics
Z-DNA; left-handed DNA; Chaotropic salt; (M.
Wysodeikticus) (Hamori, E.)

Lag time
Infection mechanism; Protein synthesis; DNA repli-
cation; Computer simulation; (Phage T3, Phage T7)
(Buchholtz, F.)
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Lariat crown ether
Complexation kinetics; Solvent effect; Anion effect;
Ultrasonic absorption (Gokel, G.W.)

Ligand binding
Statistical test; Model discrimination; Nonlinear re-
gression; Enzyme kinetics; Pharmacokinetics
(Bardsley, W.G.)

Light /dark transition
Electric differentiation; Electric potential, Water-
film electrode; (Chara corallina) (Ogata, K.)

Liquid crystal
Chlorophyll a; Chlorophyll b; Pheophytin a; Reso-
nance Raman spectrum (Wrébel, D.)

Malate dehydrogenase
Halophilic enzyme; Halobacteria; Neutron scatter-
ing; Ultracentrifugation; Enzyme structure (Cal-
mettes, P.)

Mast cell
Stimulus-secretion coupling; Ca2* level; Ion chan-
nel; Na®/H* exchange (Pecht, 1.)

Mechano-chemical coupling
Swelling; De-swelling; Enzyme compartment (Valle-
ton, J.-M.)

Membrane pore coalescence
Electric field effect; Electrofusion model; Electro-
poration; Pore percolation; Protein percolation
(Sugar, 1.P)

Metal-ion binding stability
Polynucleotide; Mg2*;Ni?*; Relaxation Kkinetics
(Diebler, H.)

Mg2*
Polynucleotide; Ni2*; Metal-ion binding stability;
Relaxation kinetics (Diebler, H.)

Mieroscopically distinguishable sequences
Template replication; Autocatalysis; Diversifica-
tion; Chemical selection; Teleonomy; Quasi-species
(Lifson, S)

Model discrimination
Statistical test; Nonlinear regression; Enzyme kinet-
ics; Ligand binding; Pharmacokinetics (Bardsley,
Ww.G)

Molecular dynamics
Ribonuclease T,; Protein dynamics; Time-resolved
fluorescence; Thermodynamics (MacKerell, A.D., Jr)

Molecular evolution
Optimization; Polyribonucleotide folding; Quasi-
species; Selective value; Stochastic reaction kinetics
(Fontana, W.)

Molecular hybridization
Structural transition; Mutation analysis; double-
stranded RNA; DNA-protein complex; Viroid (Ro-
senbaum, V.)

Monoclonal antibody
Hysteresis; Chloroquine; supercoiled plasmid DNA;
left-handed DNA; Filter assay (Pohl, F.M.)

Movement detection
Computation; Optical motion (Reichardt, W.)
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396

Mutation analysis
Structural transition; Molecular hybridization; dou-
ble-stranded RNA; DNA-protein complex; Viroid
(Rosenbaum, V.)

Myoglobin
CO stretching band; Conformational substate
hierarchy; Protein relaxation; Protein dynamics;
Control mechanism (Ansari, A.)

Na* /H ™ exchange
Stimulus-secretion coupling; Ca®* level; [on chan-
nel; Mast cell (Pecht, 1.)

Neutron scattering
Halophilic enzyme; Halobacteria; Malata dehydro-
genase; Ultracentrifugation; Enzyme structure (Cal-
mettes, P.)

Ni2+
Polynucleotide; Mg2*; Metal-ion binding stability;
Relaxation kinetics (Diebler, H,)

NMR
Phosphatidylcholine vesicle; Amphiphilic drug; An-
ion effect (Eriksson, L.E.G.)
SSB protein; Cooperativity; Internal motion; Elec-
tron microscopy (Greipel, J.)

Nonequilibrium thermodynamics
Thermodynamic buffering; ATP utilization; Oxida-
tive phosphorylation; Optimal buffering activity
(Veuthey, A.-L))

Nonlinear regression
Statistical test; Model discrimination; Enzyme
kinetics; Ligand binding; Pharmacokinetics (Bards-
ley, W.G.)

Optical motion
Movement detection; Computation (Reichardt, W.}
Optimal buffering activity
Nonequilibrium thermodynamics; Thermodynamic
buffering; ATP utilization; Oxidative phosphoryla-
tion (Veuthey, A.-L.)
Optimization
Molecular evolution; Polyribonucleotide folding;
Quasi-species; Selective value; Stochastic reaction
kinetics (Fontana, W.)
Oscillating glycolysis
Chemical pattern; Belousov-Zhabotinskii reaction;
Image evaluation, Two-dimensional spectropho-
tometry; Perspective graphics (Miiller, S.C.)
Oxidative phosphorylation
Nonequilibrium thermodynamics; Thermodynamic
buffering; ATP utilization; Optimal buffering activ-
ity (Veuthey, A.-L.)

Perspective graphics
Chemical pattern; Belousov-Zhabotinsksii reaction;
Oscillating glycolysis; Image evaluation; Two-di-
mensional spectrophotometry (Miiller, S.C.)

pH effect
Immobilized enzyme; Active transport; Functional
structure; HY pump (Vincent, J-C.)
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Pharmacokinetics
Statistical test; Model discrimination; Nonlinear re-
gression, Enzyme kinetics; Ligand binding (Bards-
ley, W.G.)

Pheophytin a
Chlorophyll a; Chlorophyll b; Liquid crystal; Reso-
nance Raman spectrum (Wrobel, D.)

Phosphatidylcholine vesicle
Amphiphilic drug; Anion effect; NMR (Eriksson,
LEG)

Phospholipid vesicle
Adsorption; Interfacial reaction; Temperature-jump
kinetics (Ruf, H.)

Polynucleotide
Mg2*; Ni?*; Metal-ion binding stability; Relaxa-
tion kinetics (Diebler, H.)

Polyribonucleotide folding
Molecular evolution; Optimization; Quasi-species;
Selective value; Stochastic reaction kinetics
{Fontana, W.)

Pore percolation
Electric field effect; Electrofusion model; Electro-
poration; Membrane pore coalescence; Protein per-
colation (Sugar, I.P.)

SSB protein
Cooperativity; Internal motion; NMR; Electron mi-
croscopy (Greipel, 1.)

Protein dynamics
Ribonuclease T;; Time-resolved fluorescence; Ther-
modynamics; Molecular dynamics (MacKerell, A.D.,
Jn)
Myoglobin; CO stretching band; Conformational
substate hierarchy; Protein relaxation; Control
mechanism (Ansari, A.)

Protein flexibility
Fluorescence polarization; Fibrinogen; Rotational
diffusion (Acuha, A.U.)

Protein hydrodynamics
Fluorescence polarization,
Fibrinogen (Acuiia, A.U.)

Protein-ligand binding
Bovine serum albumin; Binding kinetics; Stopped-
flow; Fast-flow mixer; 1-Anilinonaphthalene-8-
sulfonic acid (Regenfuss. P.)

Protein percolation
Electric field effect; Electrofusion model; Electro-
poration; Membrane pore coalescence; Pore perco-
lation (Sugar, 1.P.)

Protein relaxation
Myoglobin; CO stretching band; Conformational
substate hierarchy; Protein dynamics;
mechanism (Ansari, A.)

Protein synthesis
Infection mechanism; DNA replication; Lag time;
Computer simulation; (Phage T3, Phage T7) (Buch-
holtz, F.)

Rotational diffusion;

Control
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Quasi-species
Molecular evolution; Optimization; Polyribonucleo-
tide folding; Selective value; Stochastic reaction
kinetics (Fontana, W.)
Template replication; Autocatalysis; Diversifi-
cation; Chemical selection; Teleonomy; Microscopi-
cally distinguishable sequences (Lifson, S)

Relaxation kinetics
Polynucleotide; Mg?*; Ni?*; Metal-ion binding
stability (Diebler, H.)

Resonance Raman spectrum
Chlorophyll a; Chlorophyll b; Pheophytin a; Liquid
crystal (Wrobel, D.)

Ribonuclease T,
Protein dynamics; Time-resolved fluorescence;
Thermodynamics; Molecular dynamics (MacKerell,
AD., Jr)

double-stranded RNA
Structural transition; Molecular hybridization; Mu-
tation analysis; DNA-protein complex; Viroid (Ro-
senbaum, V.)

tRNAFbe
Fluorescence decay; Frequency-domain fluorome-
try; Anisotropy decay (Wells, B.D.)

Rotational diffusion
Fluorescence polarization; Protein flexibility; Fi-
brinogen (Acuiia, A.U.)
Fluorescence polarization; Fibrinogen; Protein hy-
drodynamics (Acuha, A.U.)

Rotational relaxation time
kinetoplast DNA; Electric dichroism; curved DNA
(Diekmann, 8))

Selective value
Molecular evolution; Optimization; Polyribonu-
cleotide folding; Quasi-species; Stochastic reaction
kinetics (Fontana, W.)

Solvent effect
Complexation kinetics; Lariat crown ether; Anion
effect; Ultrasonic absorption (Gokel, G.W.)

Statistical test
Model discrimination; Nonlinear regression; En-
zyme Kkinetics; Ligand binding; Pharmacokinetics
(Bardsley, W.G.)

Stimulus-secretion coupling
Ca?™* level; Ion channel; Mast cell; Na*t/H™* ex-
change (Pecht, 1.)

Stochastic reaction kineties
Molecular evolution;
cleotide folding; Quasi-species;
(Fontana, W.)

St(;pped-flow
Bovine serum albumin; Protein-ligand binding;
Binding kinetics; Fast-flow mixer; 1-Anilinonaph-
thalene-8-sulfonic acid (Regenfuss, P.)

Optimization; Polyribonu-
Selective value
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Structural transition
Molecular hybridization; Mutation analysis; double-
stranded RNA; DNA-protein complex; Viroid (Ro-
senbaum, V.)

Supramolecular aggregate
Binding kinetics; Incorporation kinetics; Diffusion
control (Schwarz, G.)

Swelling
Mechano-chemical coupling; De-swelling; Enzyme
compartment {Valleton, J.-M.)

Teleonomy
Template replication; Autocatalysis; Diversifica-
tion; Chemical selection; Quasi-species; Microscopi-
cally distinguishable sequences (Lifson, S)

Temperature-jump kinetics
Anion binding; Carbonic anhydrase (Prabhananda,
B.S.)
Phospholipid vesicle; Adsorption; Interfacial reac-
tion (Ruf, H.)

Template replication
Autocatalysis; Diversification; Chemical selection;
Teleonomy; Quasi-species; Microscopically distin-
guishable sequences (Lifson, S)

Thermodynamic buffering
Nonequilibrium thermodynamics; ATP utilization,
Oxidative phosphorylation; Optimal buffering activ-
ity (Veuthey, A.-L.)

Thermodynamics
Ribonuclease T,; Protein dynamics; Time-resolved
fluorescence; Molecular dynamics (MacKerell, A.D.,
I

Time-resolved fluorescence
Ribonuclease T;; Protein dynamics; Thermody-
namics; Molecular dynamics (MacKerell, A.D., Jr)

Two-dim: al spectrophot try
Chemical pattern; Belousov-Zhabotinskii reaction;
Oscillating glycolysis; Image evaluation; Perspective
graphics (Miiller, S.C.)

Ultracentrifugation
Halophilic enzyme; Halobacteria; Malate dehydro-
genase; Neutron scattering; Enzyme structure
(Calmettes, P.)

Ultrasonic absorption
Complexation kinetics; Lariat crown either; Solvent
effect; Anion effect (Gokel, G.W.)

Viroid
Structural transition, Molecular hybridization; Mu-
tation analysis; double-stranded RNA; DNA-pro-
tein complex (Rosenbaum, V.)

Water-film electrode
Electric differentiation; Electric potential; Light/
dark transition; (Chara corallina) (Ogata, K.)
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